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(BT EFBEM B ERE, 5T 272029)

 E HM K4 miR 200c-3p.CXCR6 55\ B EHF G EAAB L REFHOXZ, Jiik #BR
2013 —2015 /2 K PR % 307 69 UM % 120 4] ( =1 VS JE Z M UM &- 60 4] ) , K B% 120 & 69 16 R
FREFHRARGAR LR AT B 248 RNA FLBGX A &R IR 28 8 K + 69 % RNA, Fadid
All-inOneTM miRNA T & PCR #|3X 7] &40 SUMRJE G #548 F miR 200c-3p #9 &L, Bl 8F B R o 0% 2040 77 ik 4
W AP B 2828 F CXCR6 84 £ ik, #:3% miR-200c-3p & CXCR6 F F) #9 A ik 1 0L 120 4] SUAR S & % -k 4 40, 4
V948 % 0 & A 0L, FE AT miR 200c-3p B CXCR6 £ ik Sk 5 LR EH A G M £ 4, G50 miR-200c-
SpMhAZEZLEHAXEFOEEFH(P=0.428) A LB AEAH(P=0.542) 3 % £ 5+ ;CXCR6 &£ iL &Fw
B AN E TRER & (P=0.006),CXCRO & &k ey Lm A AH £ Tk (P=0.042); Wi ,@ﬁaﬁ
BABPAELF(P=0.022), RmABHEEF(P=0.160), &K L7 CXCR6 & £ ik miR-200c3p &
RIAME & A BT CXCR6 & A & miR-200c-3p & A& X 4% CXCR6 K& % miR-200c-3p A& & A48, P 5457
#0.002.0.001, &5 UM %4 miR 200c-3p AR 5 TG LW X & ,CXCR6 Ak S5 & A HH AR5
A HBHARL

K4 SUIE ;miR 200¢-3p; CXCR6; & A 54 ; T & A2

HE S £ S RT37 TERFRIRAD A 3CEEHS:1000-9760(2019) 10-309-06

Expression and correlation of miR200c-3p and CXCR6
and survival period of breast cancer

LI Shanshan ,XIA Chongsheng ,SU Xiujun ,LI Yang ,LI Xueqgin ,SHAN Changping”
(Affiliated Hospital of Jining Medical University ,Jining 272029 , China)

Abstract : Objective To explore the relationship between miR 200c-3p and CXCR6 and the overall surviv-
al and disease-free survival of breast cancer patients. Methods 120 breast cancer patients(60 cases of Triple-
negative VS. 60 cases of non-Triple-negative breast cancer) were recruited according to the diagnostic criteria
and inclusion criteria screening out in the Affiliated Hospital of Jining Medical University from 2013 to 2015.
The paraffin sections of the 120 patients were obtained,and the mammary glands were extracted by fixed tis-
sue RNA extraction kit. Total RNA in paraffin section of cancer tissue was detected by all-in-one TM microR-
NA quantitative PCR kit. The expression of microRNA 200c-3p in paraffin group of breast cancer was detected
by immunohistochemistry method. 120 breast cancer patients were divided into four groups according to the
different expression of microRNA-200c-3p and CXCR6. The survival of the four groups and the relationship
between the expression of microRNA 200c-3p and CXCR6 were analyzed. Results There was no difference in
total lifetime (P =0. 428 ) and disease-free lifetime ( P = 0. 542 ) between the low-expression group and the high-
expression group of miR 200c-3p. The total lifetime of the high-expression group of CXCR6 was shorter than
that of the low-expression group (P =0. 006). The disease-free lifetime of the high-expression group of CX-
CR6 was lower than that of the low-expression group (P =0.042). The total lifetime of the four groups was
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different (P =0.022) ,and the disease-free lifetime was no difference (P =0. 160) . Comparing two groups sep-

arately ,it was found that the total survival time of CXCR6 high-expression group was shorter than that of CX-

CR6 low-expression group and CXCR6 low-expression group with P values of 0. 002 and 0. 001. Conclusion

The expression of microRNA 200c-3p in breast cancer patients has no significant relationship with prognosis.

The expression of CXCR6 in breast cancer patients was correlated with overall survival and disease-free sur-

vival.
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