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Long non-coding RNA in drug resistance of urological tumors
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Abstract: Long non-coding RNAs are transcripts over 200 nucleotides in size and have no protein coding
potential. Long non-coding RNA regulates a variety of physiological and pathological processes in the body,
and the mechanisms are diverse,including epigenetic regulation, transcriptional regulation,and post-transcrip-
tional regulation. A growing number of studies have found that long non-coding RNAs play an important role
in tumor chemoresistance and sensitivity. The precise molecular mechanisms of long non-coding RNA regula-
tion of tumor drug resistance are not fully understood which may provide a new approach to the treatment of
tumor resistance. This article reviews the researches of long non-coding RNA in drug resistance of urological
tumors.
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