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Association between MDM2 gene polymorphism and susceptibility of esophageal
carcinoma and gastric carcinoma: a Meta-analysis

CUI Ping, ZHAI Min, SUN Li, LIU Miaomiao, ZHANG Yan, GUO Liyan
(School of Public Health, Jining Medical University, Jining 272013, China)

Abstract: Objective To investigate the association between MDM2 polymorphism and susceptibility of e-
sophageal carcinoma and gastric carcinoma. Methods We used PubMed, Embase, CNKI, Wanfang and the
VIP database to search the articles which focused on the association between MDM2 polymorphism and e-
sophageal squamous cell carcinoma or gastric carcinoma. The study design of the article was case-control
study. Pooled results were showed by the odds ratio ( OR) and 95% confidence interval ( CI). Results Meta-
analysis showed that Dominant genotype (TT,TG) of MDM2 could reduce the risk of the esophageal squa-
mous cell carcinoma or gastric cancer,TT + TG vs. GG: OR =0.73,95% CI = (0.59,0.91) ,P <0. 001. Com-
pared with mutant homozygote ( GG), wild homozygote (TT) could reduce the risk of the esophageal squa-
mous cell carcinoma and gastric cancer, TT vs. GG: esophageal squamous cell carcinoma OR =0.79,95% CI
=(0.68, 0.93),P =0.005 ;gastric cancer OR =0.52,95% CI = (0. 38,0.72),P <0. 001 ;mutant heterozygote
(TG) could only reduce the risk of the gastric cancer,TG vs. GG :esophageal squamous cell carcinoma OR =
0.74,95% CI = (0.48,1.14) ,P=0. 173 ;gastric cancer OR =0. 62,95% CI = (0.50,0.75) ,P <0.001. However,

there was no statistical significance in TT vs TG: esophageal squamous cell carcinoma OR =1.01,95% CI =

w [FEGIH IR B2y ARG H (2011HZ01S ) 5 5 77 B 24 Be A TR R 55 H (JY2013KJ001 )
A EE1EHE 1585774 , E-mail ; y2220@ 126. com



WT EFBEFAR 2019 4E 4 H2E 42 55 2 8 J Jining Med Univ, April 2019, Vol. 42, No. 2 -89 -

(0.80, 1.27) ,P =0. 966 ; gastric cancer OR =0.85,95% CI = (0.67,1.08) ,P =0. 193. Conclusion The MDM2

genic polymorphism may be impact the risk of esophageal squamous cell carcinoma and gastric cancer. Domi-

nant genes (TT, TG) could reduce the risk of the esophageal squamous cell carcinoma and gastric cancer.

Keywords : MDM2 oncogene ; Esophageal Carcinoma;Gastric Carcinoma;Case-control Study ; Meta-analy-

sis
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Study OR (95% CI) Weight (%
Cho 2008 —_— 108(0.74.158) 591
Hong 2005 - 069(056.084) 676
Liu 2010 — 141(094.212) 576
Ma 2012 — 1.00(066.153) 667
Moradi 2013 _— : 020(009.044) 370
Ohmiya 2006 —_— 066(049.090) 629
Pen 2013 —_— 0.49(0.36.066) 6.31
Wang 2009 —_— 049(031.076) 554
Yang 2007 — 064(050.082) 659
Yang 2013 —_—— 134(071,253) 449
Zhang 2015 —_— 051(025.103) 412
IR 2012 —_— 035(020.063) 477
IR 2009 —_— 057(030.108) 449
/TR 2012 —_— 042(024.073) 490
3K 2011 — 118(0.78.180) 568
Wi 2007 —— 091(070.120) 648
Wi 2007 — 061(044.083) 626
FEH 2010 L —.— 204(149.280) 625
Overall (-squared = 83 3%, p = 0.000) <! 073(059.091)  100.00

NOTE Weights are from random effects analysis
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Hong 2005 —— : 0.68 (0.53, 0.87) 46.47
Liu 2010 —_— 129(0.83,2.02) 1047
Ma 2012 —_— 0.98 (057, 1.68) 811
Yang 2013 —-—.— 135(0.71,258) 478
Zhang 2015 0.44(0.20,0.96) 574
TR 2012 ——+—.— 061(0.32.1.18) 688
WEERE 2007 —-— 0.74(0.50,1.09) 17.58
Overall (-squared = 50.7%, p = 0.058) 0 ; 0.79(0.68.0.93) 100.00
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B
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Hong 2005 — 0.69 (0.55, 0.86) 1747
Liu 2010 i—e— 151(0.98,232) 15.27
Ma 2012 —_— 1.01(0.65.1.57) 15.13
Yang 2013 ———e——— 1.33(069,258) 1272
Znang 2015 —_— 055 (0.27.1.15) 1191
RS 2012 & 0.09 (0.04,0.21) 11.14
WEESE 2007 — 0.98 (0.74, 1.31) 16.66
Overall (I-squared = 86.4%, p = 0.000) <>> 0.74(0.48.1.14) 100.00
NOTE: Weights are from random effects analysis
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Hong 2005 —— 099080125 203
Liu2010 —_— 086 (063, 117) 16.79
Ma 2012 —_— 097 061, 1.55) 1214
Yang 2013 —_— 101073, 1.41) 1632
Znang 2015 _ 080 (0.46,1.37) 1037
TS 2012 ————————288(160,521) 938
W 2007 —.— 075(051,1.10) 14566
Overall (-squared = 62.5%,p = 0.014) 101(080.127) 100.00

NOTE: Weights are from random effects analysis
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WERE 2007 — 041(024.068) 913
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Overall (-squared = 80.1%, p = 0.000) <> 052(0.38.0.72)  100.00
NOTE: Weights are from random efects analysis

0331 1 s
B Stuay OR (95% C1) Welght (%)
cno 2008 — =  095064.149) 953
Moradi 2013 «—— 026(0.12.058)  4.47
Ohmiya 2006 —_— 062(044.085  11.03
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W 2007 ——~—q 059(035,099) 804
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Overall (-squared = 76.2%. p = 0.000) <> 085(067.108)  100.00
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0.74(0.48,1.14)
0.173
1.36
86.4
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Experimental Control
E

Stud re T
214 E

Pan 2013 433 928 141 220 10.0%
Wang 2009 194 a7 66 103 9.0%
Yang 2007 357 1153 143 347 10.3%
JRAA%S 2009 74 159 32 53  76%
JREA4E 2012 108 227 50 73 81%
kA 2011 202 339 66 119  9.2%
kA 2007 112 528 100 326 9.9%
ZEEE 2010 433 928 66 220 9.9%
Subtotal (95% CI) 4679 1461 741%
Total events 1913

664
Heterogeneity: Tau®= 0.27; Chi*= 62.33, df= 7 (P < 0.00001); IF = 89%

Test for overall effect. Z=1.77 (P = 0.08)

212 Hfth

Cho 2008 174 387 85 151 9.5%
Moradi 2013 172 364 36 44 6.4%
Ohmiya 2006 286 626 124 222 10.0%
Subtotal (95% CI) 1377 417  25.9%
Total events 632 245

Heterogeneity: Tau®= 0.15; Chi*= 7.97, df= 2 (P = 0.02); F=75%
Test for overall effect: Z= 2.64 (P = 0.008)

Total (95% CI) 6056
Total events 2545 909

1878 100.0%

Heterogeneity: Tau®= 0.22; Chi*= 72.84, df= 10 (P < 0.00001); = 86%

Test for overall effect: Z= 2.83 (P = 0.005)

Test for subaroun differences: Chi*=1.08. df=1 (P=0.30). F=7.7%

Odds Ratio

0.49 [0.36, 0.66]
0.48[0.31,0.76]
0.64 [0.50, 0.82]
0.57 [0.30, 1.08]
0.42(0.24,0.73]
1.18[0.78, 1.80]
0.61 [0.44,0.83]
2.04 [1.49, 2.80]
0.70 [0.48, 1.04]

0.63 [0.43,0.93]
0.20 [0.09, 0.44]
0.66 [0.49, 0.90]
0.50 [0.30, 0.84]

0.64 [0.47,0.87]

Odds Ratio

Ci 95%Cl
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