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The clone and expression analysis of ubiquitin gene in the Urechis unicinctus
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Abstract : Objective  Urechis unicinctus was chosen as the objective of study and then we cloned the
ubiquitin gene and obtained its organ expression characteristics, which can offer the theoretical foundation
for further research of ubiquitin function. Methods The sequence of the ubiquitin was obtained from the tran-
scriptome of the U. unicinctus by BLAST. Afterwards,its ORF was amplified by the designed primers and veri-
fied by sequencing. For further validation, multiple sequence alignment and evolutionary analysis was conduc-
ted. Finally,qRT-PCR was used to obtained organ expression characteristics of ubiquitin gene. Results We
cloned the ubiquitin gene with the ORF of 234 bp coding 76 amino acids from U. unicinctus. The ubiquitin se-
quence of U. unicinctus shared high similarity with other species. The ubiquitin expression was the lowest in
thecoelomic fluid, followed by the midgut (2.39 hold) and hindgut (2. 78 hold) ,the body wall (3.46 hold) ,
and the highest in the anal sac (4. 55 hold). Conclusion In the study,the ubiquitin gene was successfully
cloned from U. unicinctus and its expression feature in different organs was displayed :coelomic fluid < intes-
tine < body wall < anal sacs.
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