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Genetic studies of idiopathic short stature
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Abstract ; Short stature is a common feature. Severe short stature, especially when accompanied by other
physical or developmental defects often is part of syndromic manifestations and caused by a single locus. On
the other hand,less severe short stature is often a complex phenotype that is affected by both environment
and genetics,with the latter contributed by thousands of genetic loci. Different means should be adopted to
reach molecular diagnosis for the disease and to understand the genes and pathways that are involved in
height.
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