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Proteomics study in acute rat traumatic brain injury model

WANG Haochen ,GAO Cheng ,TAO Luyang
( Department of Forensic Medicine ,Medical College of Soochow University ,Suzhou 215021, China))

Abstract: Objective To observe the change of proteins profile and proteomics after TBI ( traumatic brain
injury) and survey the effect of differentially expressed proteins in biological process, molecular function,
cellular component and protein integration. Methods Seventy-five male rats with eight weeks old were di-
vided into five groups including control group and four times point TBI sub-groups (1h,6h,24h,and 3d).
The experiment was performed three tines biological repeats. TBI model was established by weight drop de-
vice,and the rats were sacrificed at 1h,6h,24h,3d time point after suffering TBI. The brain cortex tissues
were undergone LC-MS/MS analysis. Gene ontology (GO) was performed using the bioinformatics analysis
tool DAVID. Results After suffering TBI, the proteins with expression ratio of over 1. 2-fold in increase or at
least 0. 8-fold in decrease were considered as significant difference (P <0.05). In four time points, 88,66,

127 and 155 proteins were significant difference. The varieties of biological pathways were influenced. Con-
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clusion The changes of proteins metabolism after TBI may be strategy for biomarker discovery.

Keywords : Traumatic brain injury ; Proteomics ; Bioinformatics
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