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Effects of silica dust on expression of TLR2 ,4,9 mRNA in lung tissue of mice

ZHANG Zhaogiang' ,ZHANG Luhua® ,LIN Li' , ZHANG Chunzhi'
('School of Public Health , Jining Medical University , Jining 272067 ;> Jining No. 1 People’ s Hospital
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Abstract : Objective 'To study the expression of TLR2,4,9 mRNA of lung in mice exposed to silica dust.
Methods 40 mice were randomly divided into 4 groups including control group,2h group (exposed to silica
dust for 2 h every day) ,4h group (exposed to silica dust for 4 h every day) and 8h group ( exposed to silica
dust for 8 h every day). 20 days later,all the lung of mice were taken to measure the expression of TLR2,4,
9 mRNA by Realtime fluorescence quantitative PCR ( RT-qPCR) technology. Results The relative contents of
TLR2 mRNA of the control,2h,4h and 8h groups were (0.98 +0.69),(1.18 £0.85),(2.56 +0.54) and (3.
22 +0.77) . There were significantly difference among them (F =13.70,P =0.00). Compared with the control
group , the expression of TLR2 mRNA of the 4h and 8h groups were significantly higher (P <0.05). The rela-
tive contents of TLR4 mRNA of the control,2h,4h and 8h groups were (0.93 +0.32),(1.16 +1.23),(4.80 +
5.31) and (7.00 £6.22). There were significantly difference among the 4 groups (F=5.06,P =0.00). Com-
pared with the control group,the expression of TLR4 mRNA in the 4h and 8h groups were higher (P <0.05).
The relative contents of TLR9 mRNA of the control,2h,4h and 8h groups were (1.04 +0.25),(1.29 £0.30),
(1.26 £0.41) and (2.21 £0.33). There were significantly difference among them (F =15.82,P =0.00).
Compared with the control group,only the expression of TLR9 mRNA of the 8h groups were higher (P <0.
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05). Conclusion The expression of TLR2,4,9 mRNA of the lung tissue of mice exposed to silica dust were

up-regulated , which might be the initial step of the signal pathway leading to lung fibrosis.
Keywords : Silica dust ; Lung fibrosis ; TLR2 ; TLR4 ; TLR9
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