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HAN Yanyan ,YU Shipeng
( Yanzhou Hospital of the Affiliated Hospital of Jining Medical University ,jining 272029 , China)
Abstract: Objective SIRT7 is one member of sirtuins protein family ( histone deacetylase complex en-
zymes) ,which is a single copy gene located on chromosome 17 (17g25. 3). Previous studies mostly focused
on SIRT1 ~ SIRT6. In recent years,SIRT7 showed acetylate enzyme activity in some studies. And SIRT7 could
regulate gene transcription,protein synthesis,chromosome remodeling and cell stress and other processes of
regulation through a variety of ways. In addition, it is involved in the regulation of related diseases and the oc-

currence and development of aging. The present work makes a brief review of the mechanism of SIRT7 in-

volved in the process.
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