BT BBk 2014 4E 2 45 37 48455 1 4

17

doi:10. 3969/5. issn. 1000-9760. 2014. 01. 005

9 A b I BE P 2 D BRIX K R 52 AR 1T B 52

ExXwm k&
FTESRAEYREZR LK HEE 276826)

# E HmY Bl BFEXENADARGAMRREMARERRRA.KAHLS5EBRENX R,
Jiik J\EL%'IKJL%%‘ZO i, ﬁ/f\tﬁéﬂm T o5 4R RO A o 28 B % DNA 34T PCR 73 3R 7. x & R 5§ &
R SCEE o S AR T, GAr T EERET XA, R E200EREFLALT . EHTAREE R
ﬁ&DNA(mitochondna DNA,mtDNA) ty D-3f K (displancement loop,D-Loop) #E XX, KL Kk £ E K 35%, ¥
RRERFMEIVTAN EFPANERILERARERI ;200 BF P ERINIONERERTRNFTH LAREN, &

W EBEEAXmDNAWDARAAHESARMEERRE UKW ERNRRAG BN MR T TR EER
A

XHEiIE HEABAEDNA;RE; L 45K
FENEE.R737. 11 S‘Cﬁiﬂauﬂﬂ;A XEHS.1000-9760(2014)02-017-04

Study on the relation between mutations in D-loop region of mitochondrial DNA

and tumorgenesis of renal cell carcinoma

PAN Xing-li, GUAN Jing

(College of Life Sciences,Jining Medical University,Rizhao 276826 ,China)
Abstract: Objective To investigate the potential role of mitochondrial DNA mutations in tumorigenesis of re-
nal cell carcinoma and analyze somaticmutations and polymorphisms of mitochondrial D-loop region in renal cell
carcinoma. Methods The D-loop of mitochondrial DNA in tumor samples, paired normal tissues and peripheral
blood samples were amplified by PCR and sequencing. The sequences were compared with the Cambridge sequence
reported in Mitomap to analyze the mutation types. Results Seven variations were found in total 20 tumors. Muta-
tion rate was 35% ,17 point mutations,of which 4 are microsatellite instability. Nine of the new gene pool was not
Mitochondrial DNA D-loop has high poly-

morphisms and high somatic mutations. The variants of the region might play an important role in tumorgenesis of

recorded in the polymorphism changes in total 20 tumors. Conclusion

renal cell carcinoma.
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